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Abstract : Three exon fragments of the Myodatin sequence of Dongbel wapiti were cloned from the latest
peciesdf catle (Bostaurus cattle accesson : AB076403) for the tenplates, with primer’ s design acoord-
ing to the conservative of Myodtatin sequence. Dongbel wapiti Myodatin was anplified for the firg time.
The products of PCR were linked into pMD18-T vector and then three exons were cloned. Myogatin code
sequence was Pliced acoording to 5-QJFAG3 rules and honologous matching. The Myodatin gene
oode sequence was composed of 1 128 bp (Dongbei wapiti accesson: EF629535) ooding 375 amino
acids. The results showed that the honology analyss of the Myodatin in the evol ution was highly conser-
vative. The horrology of Dongbei wapiti Myodatin amino acid sequence with pig was up to 98 % the ho-
nology of Myogatin amino acid sequence was 85 % —89 % between birds and mammal's; the horrology of
Myodatin amino acid sequence was 60 % —67 % between fish and other animals. Myodatin code =
guence could redly ated to the evolution of digant goecies, as a better Phylogenetic mark.
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Table 1. DNA sequence of primers, annealine temperature and predicted length of amplified DNA fragments, postion of am-
plified DNA fragments

/bp / Sequence of primers
i ) Anplified
No. Length of anpl- Anneding dition
ified fragment  temperature po 5 (5-end) 3 (3-end)
P1,P2 572 52 GGCTTGECGITACTCAAAACRC CTCCTCCTTACGIACAA GCCACCA
P3,P4 555 48 GITCATAGATTGATATGGAGGIGITCG  ATAAGCACA GGAAACTGGTAGITAT
P5,P6 589 53 CAAATGTGACATAACCAAAATCGATTAG  ATACTCTAGCCTTATACCCTGTGGT

1.4 PCR T
2
pMD18-T 2.1 PCR
, DH® Myostatin 3
X-gd IPTG LB , 1
, 2.2
Myodatin 3

Journal o Jilin Agricultural University



202 2010 4

2000 bp

1000 bp
750 bp

500 bp

250 bp

100 bp

M. DL2000 bp DNA Marker; A.

Bon 1 o PCR

products; B. Bon 2 of PCR products; C.
Bon 3 o PCR products
1 Myostatin 3

FHg. 1. Hectrophoress pattern of PCR products of
Dongbel wapiti Myogtatin
2.3 Myodtatin

, 5-QFAG3 B3]

2.

blagn

S5UTR 3UTR cDNA,
BlagX

1128 bp,

1331 bp

54

91

100

100

100

2000 bp

1 000 bp
750 bp

500 bp

250 bp

100 bp

M. DL2000 bp DNA Marker ; A. Bon 1 d PCR prod

ucts; B. Bon 2 o PCR products; C.
Bon 3 o PCR products
2 EcoR Hind
FHg.2. EcoR and Hnd endounucease digestion

of recongructed plasmid

375

373 bp,
374 p,
4 Myodtatin
DNAMAN
GenBank

381 bp

Quger X
18

Myodatin

cattle

69

shee
P Gpl
deer

pig

— hamadryas baboon

j Gp2

Gp3

human
- dog

Arctic fox

100

red fox

Norway rat

98 chicken
’—!jturkey

1Gp6

100 ‘ Gpt

domestic goose
" I

domestic pigeon

Equus caballus ] Gp7

Reports Danio

99 l
100 |

zebrafish
. Gp5
striped sea-bass

0.05

3 Myodatin

Takifugu rubripes

Fg. 3. Myogatin codng sequence system

Journal o Jilin Agricultural University 2010, April



203

# 4t I & Myostatin 3 & % 7% 5 5] 64 50 [ B 55 o A

et 2

UURISOAY Jo ([RUOBRIP MO[aq ) SOURISIP ONPUAS pur ([RUOSEIP 2A0QE ) AILIE[IWIS JU2DID] 10N

EHHEH LB N RGBT RN T H

9SIOH

0¥S°0  660°0 6600 SO0 S9S°0 €600  SIT0 6020  EISTO 080°0  6LF°0  00T'0  OZI'0  SE0°0  0IZT'0  SE0°0  6L0°0  O00E0 :
)
X0J oTjoIy
56 850 0PSO 8¥S°0  099°0  9EST0  19S°0  6SS°0  SEP0  L¥S'O  ISP'0  £pS°0  €6S°0  PHS'0  9SS°0 TSSO LPSD 9SO wim«
X0, E)
96 66 20070 $80°0  ¥9S°0  L00°0  0IZ0  LOT'O  1IS0 S60°0  L6v°0  961°0 9TI'0 010  0IT0  660°0  S60°0  S0E°0 mamwx
3o,
9% 66 66 $80°0  $9S°0  £00°0  OIZ°0  LOZ0  1IS0  S60°0  L6v°0  961°0 9ZI'0  I0I'0  0IZ'0 6600  S60°0  80E0 am
3
86 9% 9% 9% PSSO 8L0°0 ©081°0  ILI'O [0SO  L¥O'O  SLb'0 9910  T60°0 LSOO  SLI'O  190°0  LvO'0  96T°0 d
#
doo
6 26 26 €6 s6 955°0 1950 6950 OEI'0 6950  8TE'0  LES'O 9SS0 TS0  9ES'0 LSO 69S°0  80S'O .»__m
$6 €6 €6 €6 S6 €6 11270 L0Z'0 €0S°0 1600 16v°0 861°0 2ZI'0  S60°0 11T°0  €60°0 160°0  LOE'O %Mu
" i % . . . . . . A . . . . mdes 12qduoq
s6 L6 s6 s6 990°0  L0S0  LLI'O  €0S'O  090°0 80Z°0 TIT'0  L90°0 €120 I81°0  9SE'0 i
. . . . . . . . . selipewey odeg
L6 s6 s6 9% 36 6 6 9% €160 S91°0  I6¥°0 SSO'0  861°0 SO0 1900  €0T°0  L91°0  OSE'O !
L6 6 <6 9 86 6 6 9% 66 LIS'0  €8T°0  88v°0  €IS°0 SISO €8b°0  9IS'0  LISTO 8IS0 5&::
. ) . ) . . . 181 KemIcN
$6 €6 €6 €6 <6 16 16 6 s6 <6 pLp0 7910 001°0  080°0  TLI'O  980°0 8000 OO -z
) . . ) . X . uoagid onsawo(y
06 88 88 68 06 L8 8 88 16 16 68 06v°0  L6v'0  68v°0  ELb°0  685°0  I86°0  90S°0 o
i . X . . . 25008 ousawo(]
06 88 88 88 06 L8 (8 88 06 16 68 9 L61°0  €61°0  STO'0  661°0  €91°0  SEE°0 o
16 68 68 06 16 38 88 68 16 26 06 9% L6 W0 1000 $TI0 L60°0  €0E°0 s
¥
16 06 06 06 16 38 88 68 26 26 06 . . . . foyny,
L6 L6 66 907°0  SE0°0 180°0  61E°0 .
. saduqns nSnjiye
09 09 09 09 09 09 09 19 19 19 09 19 19 19 19 010 ELI'0 bEETD g T
. . orue(]
9 €9 €9 +9 +9 €9 29 €9 9 9 €9 9 9 9 9 9 880°0  €I€°0 e
L
) . ysyaqor
29 19 19 &) 9 19 19 19 9 29 19 29 29 €9 €9 €9 88 £0€°0 Y
89 19 9 9 89 99 99 ) 89 89 19 19 Tz
89 89 89 89 18 9L ik
RS
ﬂm.:u—{— U—”“v“< Kc.w —:MM— WCA— m—& Qawrv_.*m L—~—1U ~®~.—Q—M”OSD ITAM“ML—N: :N—:ﬁm.— ﬂ—wﬁvz U“MMNM—DQQ :”wﬂm%h”wg :bx.u:&”v %&Jvu:'—; —“M”ﬂ“ﬁ cm:.ﬁc F—T.cLAmC—MV F—ZCNLLLN 2ueu —ME_:<
I " ¥ e . oude, o e Tk 3 Ly, 1 HE L ’ B 4L
T W Y17 [uf # E S % W ﬁmam Y Wz Y 95 [ WY g g5 9 YA fuk A % gy

uosiedwod ABojowoy Jo }nsey “g"a|qel
HHWNF [ uneisoA g 2

F AR R FF IR Journal of Jilin Agricultural University

http://www.cnki.net

© 1994-2010 China Academic Journal Electronic Publishing House. All rights reserved.

,,



204 2010 4

2.5 Myodtatin
MEGA3.1  Kimura 2-parameter
N (bootstrep)
1000 37 %,
50%, 11 100 %,
( 3 Kimurd S 2-
parameter method (v) (Bootgrap)
1 000
3
, Myodatin
, GenBank
(Bos taurus cattle :AB076403)
Myodatin DNA , PCR
Myodatin
Myodatin
94 % ,
98 %,
8% 89%,
60% 67 %, Myogatin
Myogtatin TGP
C
RRSR,
2l 19 Myostatin
. C
263 266
RRR, 264 S
VI R
298 )

,C 9 “
" 19 9
(®1) , ;
(@2) , : ;
(®3) , : ;
(®4) , :
; (Gp5) ,
, (Go6)
(@7) : Myo-
datin ,
(41
mMDNA : e
Myodatin
Myogatin
[1] ) . [M].

[2] McPherron A C LaMer A M Lee SJ. Reguation of skeletd mustle
mess in mice by a new TGH3 superfarily member [J]. Nature,
1997 ,387(6628) :83-90.

[3] ) [M]. : ,2005 :184-194.

[4] LissM, Krk DL ,Beyser K,Fabry S. Intron sequences provide a
tool for high resolution phylogenetic anayssd volvocine agee[J] .
Curr Genet ,1997 ,31(3) :214-227.

[5] Hedin M C,Maddon W P. Phylogenetic utility and evidence for
multiple copies of eongetion factor-1lapha in the sider genus
Habronattus (Aranese : SHticidae) [J]. Mol Biol BEwol ,2001,18(8) :

1512-1521.
[6] , s .. Myogatin DNA
[3]. ,2005 ,36(4) :323-327.
[71 , , .o DNA
[31- ,2006 ,28(3) :325-329.

Journal o Jilin Agricultural University 2010, April



