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Abstract: cbfal is one of the major members of runt gene family and encodes a special transcription factor of osteoblasts. It regulates the

development differentiation and the formation of bone. The gene of cbfal contains 8 exons, the selectively splicing of these exons generated

the diversity of cbfal gene isoforms. So it has diverse potency of transcriptional activation. Many pathways of signal transduction take part

in the regulation of the activation and expressing of cbfal. In this review, the structure of cbfal, the biological function, and the gene ex-

pression were discussed.
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